1.

Data of photoisomerization
Photoirradiation experiments were carried out at room temperature by using 365 nm LED lights (Product Number: NC4U133A) from Nichia Corporation (NJSE107) with power dissipation 1.4 W and luminous flux 44 [lm] . Photoisomerization experiments with compound 6 were performed in DMSO and with compound 2 in water. Upon irradiaton, the photostationary state (PSS) was within 10 min for both compounds, as observed by UV-vis spectroscopy, The EZ isomerisation process is reflected by a decrease of the π-π* transition and an increase in the n-π* transition band.
The kinetics of the Z→E relaxation process was determined by UV-vis spectroscopy in the dark.
For determination of the rate constants, a graph of ln(A ∞ −A t ) was plotted as a function of time;
where A ∞ is the absorbance of the π-π* transition at infinitive time and A t is the absorbance at time t after the relaxation process was started. The negative slope k of the linear plot is the rate constant of the Z→E relaxation process. The half life  1/2 as  1/2 = ln 2/k. 
Cultivation of bacteria: E. coli bacteria (strain pPKL1162)
[1] were grown on LB medium overnight at 37 °C in a sterilized tube. After centrifugation and washing with PBS buffer (2 × 2.00 mL) the bacteria pellet was suspended to a concentration of 2.00 mg/mL in PBS buffer.
GFP assay:
The published assay [2] was adapted and modified as follows: Black (nunc Maxisorp) plates were treated with a solution of mannan from Saccharomyces cerevisiae (1.2 mg/mL in carbonate buffer, pH 9.5; 100 μL/well) and allowed to dry at 37 °C overnight.
The plates were washed with PBST (3 × 150 μL/well). Before use the wells were blocked with BSA (5% in PBS, 120 μL/well) for 2 h at 37 °C and then washed with PBST (3 × 150 μL/well).
Serial dilutions of the examined inhibitor mannobioside 2 ((E)-or (Z)-configured, respectively)
were prepared in the plates (50 µL/well). The bacteria suspension (2 mg bacteria/mL, 50 μL/well) was added and the plates were agitated (80 rpm) and incubated for 1 h at 37 °C.
After washing with PBS (2 × 150 μL) the wells were filled with PBS (100 μL/well) and the fluorescence intensity (485 nm/535 nm) was determined. The sigmoidal concentration-response curves were fitted by nonlinear regression.
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Docking studies
Computer-aided docking was performed by using FlexX flexible docking and consensus scoring, as implemented in Sybyl 6.9 [3] as described previously [4] . Docking was based on two published X-ray structures of the bacterial lectin FimH [5] (1KLF (open-gate) and 1UWF
(closed-gate structure)). The torsion angle of the azobenzene moiety was manually set up to 180°
for the (E)-and to 90° for the (Z)-isomer and then the structures were minimized by using the Tripos force field and Gasteiger-Hückel charges. Thirty conformations and FlexX scoring values were obtained for each ligand and listed in Tables S1-S4. Table S1 : Scoring values for docking of E-configured azobenzene mannobioside 2 into the closed-gate structure of FimH.
